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Introduction: Bioconductor

Analysis and comprehension of high-throughput genomic data
» http://bioconductor.org
> > 11 years old, 749 packages
Themes
» Rigorous statistics
» Reproducible work flows

> Integrative analysis


http://bioconductor.org

Introduction: Bioconductor

> 1341 PubMed full-text
citations in trailing 12
months

> 28,000 web visits / month; C f) ( ' 4

75,000 unique IP downloads

/ year
» Annual conferences; courses; o —
active mailing list; ...
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Introduction: What is Bioconductor good for?

» Microarrays: expression, copy number, SNPs, methylation, ...
» Sequencing: RNA-seq, ChlP-seq, called variants, ...
» Especially after assembly / alignment
» Annotation: genes, pathways, gene models (exons, transcripts,
etc.), ...
» Flow cytometry, proteomics, image analysis, high-throughput
screens, . ..
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